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13:00 ~ 13:20 Registration

13:20 ~ 13:50 Overview of ion mobility-based mass spectrometry and

' ' Introduction of Bruker's solution of omics study

13:50 ~ 1440 Introduc'gon to Z.lD p_roteom|c5 solution with the latest trends in
proteomics application

14:40 ~ 15:00 Coffee break

15:00 ~ 15:50 Ir!trodyctlon t(? 4Q met..abollomlcs & lipidomics workflow with
biological application highlights

16:00 ~ 16:50 lon mobility ESI/MALDI-QTOF: timsTOF flex imaging analysis

(=] [w]

Iz, ' l"lé %F%Xl-
[=1%:5-2 [= - %3] " (chj52@snu.ac.kr)

timsTOF flex 2Ot 7| ZHH| of| 2f 5t | O] &M (Kwangseon.lee@bruker.com)




	Slide 1

